
chromatin DNA binding
histone binding

transcription corepressor
activity

transcription coactivator
activity

transcription coregulator
binding

ubiquitin conjugating enzyme
binding

ubiquitin protein ligase
activity

GTPase binding
beta−catenin binding

steroid hormone receptor
binding

GDP binding
protein serine kinase activity

kinase regulator activity

protein threonine kinase
activity

hormone receptor binding
cadherin binding

nuclear receptor binding

transforming growth factor
beta receptor binding

ligand−activated
transcription factor activity

nuclear receptor activity

nuclear hormone receptor
binding

transcription coregulator
activity

RNA polymerase II−specific
DNA−binding transcription

factor binding

DNA−binding transcription
factor binding

ubiquitin−like protein
transferase activity

ubiquitin−protein
transferase activity

DNA−binding transcription
activator activity, RNA
polymerase II−specific

SMAD binding

DNA−binding transcription
activator activity

protein serine/threonine
kinase activity

0 20 40 60

0.003

0.002

0.001

p.adjust

GO_MF Terms

0.003

0.002

0.001

p.adjust

GO_MF Terms

chromatin DNA binding
histone binding

transcription corepressor activity
transcription coactivator activity

transcription coregulator binding
ubiquitin conjugating enzyme binding

ubiquitin protein ligase activity
GTPase binding

steroid hormone receptor binding
GDP binding

protein serine kinase activity
kinase regulator activity

protein threonine kinase activity
hormone receptor binding

cadherin binding
nuclear receptor binding

transforming growth factor beta receptor binding
ligand−activated transcription factor activity

nuclear receptor activity
nuclear hormone receptor binding

transcription coregulator activity

RNA polymerase II−specific DNA−
binding transcription factor binding

DNA−binding transcription factor binding 
ubiquitin−like protein transferase activity

ubiquitin−protein transferase activity

DNA−binding transcription activator activity,
 RNA polymerase II−specific

SMAD binding
DNA−binding transcription activator activity

protein serine/threonine kinase activity

beta−catenin binding

0 20 40 60


